Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.096; data-to-parameter ratio = 14.5.
In the title compound, C 20 H 20 N 2 O 3 , the central 2,5-dihydro-1H-pyrrole ring [r.m.s. deviation = 0.014 (1) Å ] is oriented at dihedral angles of 77.81 (6) and 25.33 (6) , respectively, to the attached phenyl ring and the aniline phenyl ring. An intramolecular N-HÁ Á ÁO hydrogen bond occurs. In the crystal, molecules are linked through pairs of N-HÁ Á ÁO hydrogen bonds, forming inversion dimers with an R 2 2 (10) ring motif. Two weak C-HÁ Á Á interactions are also observed.
Related literature
For the synthesis of pyrrolone compounds, see: Shiraki et al. (1996) . For the biological activity of lactams, see: Alvi et al. (1998) ; Li et al. (2002) ; Mase et al. (1999) ; Wiedhopf et al. (1973) . For bond-length data, see: Allen et al. (1987) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg2 and Cg3 are the centroids of the C8-C13 and C15-C20 phenyl rings, respectively. Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Comment
Dihydropyrrolone compounds have been reported to display importantant biological activities with better hydrolytic stability. Dihydropyrrolones are known as lactams such as Pulchellalactam, which inhibits CD45 protein, a receptor-like transmembrane protein tyrosine phosphatase, and therefore could be of therapeutic value targeting autoimmune and chronic anti-inflammatory diseases (Alvi et al., 1998; Li et al., 2002) . γ-Lactam PI-091 has been reported to display potent activity against platelet aggregation (Shiraki et al., 1996) and jatropham has been proven to be an antitumor alkaloid (Mase et al., 1999; Wiedhopf et al., 1973) . Numerous methods to synthesize pyrrol-2-ones have been reported in the literature and the majority of these require multiple steps with low yields. However, one direct conversion strategy has been demonstrated in synthesis of γ-lactam PI-091 (Shiraki et al., 1996) . Based on this concept, we herein report the synthesis and crystal structure of the title compound.
In the title compound, the central 2,5-dihydro-1H-pyrrole ring (N1/C4-C7) makes dihedral angles of 77.81 (6) and 25.33 (6)° with the two phenyl rings (C8-C13 and C15-C20), respectively ( Fig. 1 ). All bond lengths and bond angles are normal (Allen et al., 1987) .
In the crystal structure, pairs of adjacent molecules are linked through intermolecular N-H···O hydrogen bonds (Table   1) , forming inversion dimers with R 2 2 (10) ring motifs (Bernstein et al., 1995; Fig. 2) . Two weak C-H···π interactions are observed.
Experimental
In a 50 ml round bottom flask, a mixture of 186 mg of aniline (2 mmol) and 232 mg of ethyl pyruvate (2 mmol) were taken in presence of 8 mol % of Fe 3 O 4 nanoparticles in 15 ml ethanol/water (v/v) or glacial acetic acid was stirred well and irradited in microwave for 30 minutes. The progress of the reaction was monitored by TLC. After completion, the solid product was filtered off, washed with water and recrystallized from ethanol. Single crystals suitable for X-ray analysis were obtained by slow evaporation method of an ethanolic solution of the title compound at room temperature.
Refinement
The C-bound H-atoms were positioned geometrically, with C-H = 0.95, 0.98 and 0.99 Å for aromatic, methyl and methylene H, respectively, and allowed to ride on their respective parent atoms, with U iso (H) = xU eq (C), where x = 1.5 for methyl H, and x = 1.2 for the other H atoms. The N-bound H-atom was located in a difference Fourier map and refined freely. 
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 50% probability level. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x+2, −y, −z+2; (ii) −x, −y, −z+1; (iii) −x+1, −y, −z+2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

